
these results indicate that formation of a disulfide between C498 and C588 is 

possible, it does not show that this is a favored species as with a3-133/G4-

218. It is possible that the intramolecular disulfides form in misfolded 

protein, and that this protein has a less stably folded structure than a28. 

Figure A2.2 Disulfide formation under equilibrium conditions 

1: protein after incubation under disulfide equilibrium conditions, 2: reduced 

protein (overloaded), 3: oxidized protein, 4: reduced protein 

Although the same conformation m a y be adopted in a70 as observed in 

a28, it appears to be much more transient and less stable. Another possible 

explanation for the difference in behavior compared to a3-133/a4-218 is that 

the sequence alignments used to determine the sites of cysteine introduction 
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is unreliable. Residue 588 is situated in a highly conserved part of a4, and 

9R 
the alignment in this region is likely to be reliable. A a a residue 133 

however falls in a poorly conserved segment. 498 is the corresponding 

residue in Ec a70 based on a structural alignment of Aa a28and Taq oA, and a 

sequence alignment of primary sigma factors. A large Clustal W alignment 

of a28and a70 from different species aligns residue 133 of Aa a28with 496 of 

70 
Ec a . The certainty of this assignment is thus low, and if incorrect would 

provide an alternative explanation for the difference in behavior between the 

two homologs. 
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